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INTRODUCTION: Genetic, environmental, and physiological factors have been implicated in the pathogenesis of Dupuytren’s disease (DD). However, the 
literature – mostly based upon small study populations – is conflicting in regard to many of the proposed non-genetic physiological risk factors. Although 
DD may be inherited in an autosomal-dominant fashion with variable penetrance, we currently are unable to counsel patients in regard to their increased 
likelihood of receiving a DD diagnosis, or increased likelihood of undergoing DD treatment, based on having affected family members of various levels of 
relatedness. Our purpose was to 1) evaluate physiological risk factors for DD, and 2) quantify familial risk of receiving a diagnosis or undergoing treatment 
for DD, in a population-based cohort.   
 
METHODS: Patients diagnosed with, and treated for, DD were identified in the Utah Population Database (UPDB) using related ICD-9/10 and CPT codes.  
The UPDB contains >8 million individuals in multigenerational pedigrees dating back to the late 1700’s which are linked to >30 million medical records. 
DD patients were mapped to pedigrees to identify high-risk families with an increased incidence of DD diagnosis, or increased incidence of DD treatment 
(surgical fasciectomy, needle aponeurotomy, or collagenase treatment) relative to control pedigrees. The magnitude of risk for DD diagnosis and DD 
treatment was separately quantified using relative risks from Cox regression. 
 
RESULTS: We included 9579 affected individuals and 44856 controls. Risk quantification for DD diagnosis, and DD treatment, is provided in Table 1.  The 
strongest physiological risk factors for undergoing DD treatment were a personal history of knuckle pads (OR 27.7), Caucasian race (OR 3.44 [inverse of 
0.29]), and Hispanic ethnicity (OR 2.1[inverse of 0.48]).  Obesity was confirmed to be protective against DD diagnosis (OR 0.88) and treatment (OR 0.80).  
Increasing levels of familial DD 
involvement were also 
significantly associated with the 
risk of DD diagnosis and 
treatment (Table 2).  Notably, 
having a first-degree relative 
with DD increased the risk of 
diagnosis (OR 3.4 to 7.4) and 
undergoing treatment (OR 4.9 to 
14.9) compared to individuals 
with no family history.   
 
DISCUSSION: We identified 
physiological risk and protective 
factors associated with DD 
diagnosis in a large statewide 
database, many of which were 
also associated with the risk of 
undergoing DD treatment. The 
risk of DD diagnosis and 
undergoing DD treatment 
increases relative to familial 
involvement. Sequencing of the 
highest risk families is 
underway to further elucidate 
the pathophysiology and 
genetics of aggressive forms of 
DD.   
 
SIGNIFICANCE: These findings have implications for patient counseling and monitoring those at high risk.   
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