ORS

Orthopaedic Research Society

EhtARER

ROBEDIAB R ER RN ERRFRE S HESESE(E - —IHSWHE
https://www.ors.org/wp-content/uploads/AM25/2458.pdf

IS (Achilles tendinopathy) & &5 & W R FiEBIThAE, HERE ALY, £
wigw, BELAAT (eccentric loading) FIfE (ULAITEART FEITHLE WG FTdGEL
R A ) B REE R R OE IR, SR, B BIE Oy BT VR T LI PR RO e RH 238 b
HRIETEIH#AD

AWFFER /N TGF B-1 @5 S AL P, BRIE T BRI 52 B L 5 far s 2 2
b, TERSRFER, 12 BEEOKEE C57BI6d /N2 THELILA AR IR, /Ny
Fo 4 (12 ) IEFEH, BERGRME CRIGKHHH) . &LL 50 Hz #1100
Hz (535I#5c8E 50% F 100% #3EE (BW) A L) AL, ol 1Tk — A EA
AR, FrE 1. 280408, TERRBEIRRET, /NG 14 I E A LRG0, mT#2Efil Ry
FAD s b ke 7 0 SR R S e ey, [ e R S L LA B o BT, RTBRE A 52 FR ) )
15, (EASEANNLAAIEL, BOEMHTERN T ERo 50T (PCA). JIRE R R 23 2 B o A7
(weighted gene co-expression network analysis, WGCNA) #11 Ingenuity Pathways
Analysis (IPA) i 43 #7,

A RREUR, EEN RO ERR SO LA B R LR, CHAE 2 & 4 I RBH
SHEWEBAE, WAE 50%F0 100%HE B & faf 64 T HH 0 38 B s BP0 ol ) 22 P A
Ko TEH 1 WERE, A EREHR SRR W) I AR LA LBE /) 25 R, Bl 50%%% A il
b, 100%88 A 7ESS 1 Fnes 2 8 AR IE e T AR IR Rk B84, 76 4 et T
FEEEM, 50%H8 E AR AT 2 2 MRFAIIE TS R E B (extracellular matrix
remodeling) FHEAREES, AFFE 4 B ARBHIIEHIRARR, BRIGEFA L, i
EETEE TSN R E B, RIGHHETE 4 BRI A EEA S LB IE, &
LB N AT S R AR AR ) B R AR L LA T RO, R AT
(controlled loading) J5 22 ¥R BRI )28 5E

R EabaEEL, (EIRRR RSB (RTSE) PR 50% B ERIBEOAAT, ARRIEIES
100% FOBEOE, AT RE i A R LI & 000715, FREIERIEABTIE th 3 SR B ge L
Y@ L e, 1 IR AT B Sl AR R TR, Il — P e BRI T &,


https://www.ors.org/wp-content/uploads/AM25/2458.pdf

Legend YELLOW MODULE
o mim Genes Toud Genes
TGFBR3, CCL19-PS3, 1% EDN1. HMGCS2 137
CCL21A MAG, PLP1, MAL, 5
SOX10. ASPA
.. |CCL19-PS3, DNM1L, CCL21A 8 - EDN1, GJC3, GJBT, 0
— | CCL24, CXCLY, CXADR, : nes DHb
DPEP1. CCL21A ¢ izsi Hezicelll 7
Osteobiast SOX2, TGFBRS, BMPY, = e
differentiation WNT11, BGLAP. GLI1 Cellularresponse o hypaxia | 0N ;&Nmm : 6
Col fao commitnent_|SOX2, BUPA WNTTLHEY2 | 5 |l (SO MG
Extracellular matrix | MMP12, ADAMTSS, MMP27, - . i
nasion SPOCK?, COL4A4 KAZALDY | 3 ||Pasrme memoreneachesion |7 K85, LICANL ¢
1 GBPS, CCL24, TPSB2 s
° . CCL24, TPSB2, Positve reguationofcell | EDNT, CCLTT, PLPT,
B r CXCLY, CFH, RARRES?, s ||migaton B 4
flammalory (€sponse | oy 7, C4B, IL2RA, DPEP, =
CCL21A, IL18R1, LAT
200 0 L 0o 0
Fig. 1: Prncipal Component Analysis from entire Fig. 2: WGCNA identified the yellow and red modules to be positively associated with 100% BW loading at 2
transcriptome showing diverging patterns of expression weeks with 29 and 82 biological processes significantly overrepresented, respectively. The top ranked
in response to muscle loading over 4 weeks pared to overrep 1 biological p and their corresponding fold enrichment are shown above.

controls. Each dot represents an individual sample.
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